
Paper # Title Name Surname Institution Topic Poster Board Number

338 Dr Mamaru Alem Debre Markos University Modelling charge-transfer states in phycobilisomes 1

241 Mr Hendrik Britz University Of Pretoria Structure of African Horse Sickness virus VP2 2

1 Ms Julianne Du Plessis University of the Witwatersrand In-silico prediction of Cannabidiol as an inhibitor of the MAPK pathway in colorectal cancer 3

319 Ms Linomtha Gabada University Of Pretoria
Pathway analysis of Sphinx31 small molecule inhibitor interacting with serine/threonine protein kinases in 
Prostate Cancer cells: An in-silico approach.

4

6 Ms Mary George University Of Johannesburg
Structural and biochemical characterization of Aspergillus niger RING finger domain toward new anti-cancer drug 
discovery

5

213 Mr Piwai Gotora North-West University
A computational study on the influence of HIV-1 Tat subtype C-specific amino acid
substitutions on TAR binding: implication for HIV-associated neurocognitive
disorders

6

28 Ms Lihle Mahamba University Of Johannesburg
Spectroscopic Characterization of the Interaction between Divalent Cations and S. mansoni Universal Stress 
G4LZI3 Protein

7

284 Mr Rorisang Makhubela University Of Johannesburg
Comparative Genomics of the Listeria monocytogenes ST204 Subgroup using Whole-Genome Sequencing - A 4IR 
study

8

273 Ms Unarine Matodzi University of Pretoria
Bioinformatics identification of antituberculosis resistance and associated lineages using whole-genome 
sequence data.

9

25 Mr Marakiya Moetlediwa North-west University
Evaluating the Therapeutic Potential of Curcumin and 
Synthetic Derivatives: A Computational Approach to 
Anti-Obesity Treatments

10

11 Mr Tinotenda Navhaya University Of Limpopo
In-silico Analysis and Evaluation of Inhibitors for SARS-CoV-2 Spike Protein-HSPA8 Complex in COVID-19 
Therapeutics Development. 

11

9 Ms Naledi Pilusa University Of Johannesburg
Biochemical and spectroscopic characterization of S. mansoni NAD-binding domain of 
Glyceraldehyde–3–phosphate dehydrogenase towards new anti-schistosomal discovery

12

237 Ms Imke Smith University Of Pretoria
Analysing the virulence factors of Listeria monocytogenes across phenotypically diverse listeriosis cases to 
identify contributors to disease severity

13

91 Dr Cale Tadmor University Of Pretoria Diversity and associative transcriptomics of the voltage-gated sodium channel of Rhipicephalus microplus 14

182 Dr Dewald Peplar van Heerden University Of Cape Town Parameterizing the covalent intermediates of the nitrilase superfamily 15

92 Dr Wayde Veldman Rhodes University Functional differences between rapid- and slow-metabolising human NAT2 enzymes due to residue variations  16
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